ABSTRACT Here, we report the nearly complete genome sequence of nonpathogenic serotype 1 fowl adenovirus (FAdV) strain JS2017, which was isolated in Jiangsu Province of China. The JS2017 genome is 43,681 bp long. We propose that this virus could serve as a viral vector for future poultry vaccine research.
TABLE 1
Primers used to amplify the complete genomic sequence of FAdV-1 strain JS2017
Nucleotide position
Primer name Sequence (5=¡3=) Hex-F1 GAYRGYHGGRTNBTGGAYATGGG Hex-R1 TACTTATCNACRGCYTGRTTCCA 1-1414
FAdV-1-1-F GATGATGTATAATAACCTCAAAAACTAAC FAdV-1-1-R CAGACAATGTCCGTATGTGTCG 1329-2784
FAdV
FAdV Since JS2017 is nonpathogenic, it may provide an effective viral vector for future poultry vaccine research.
Data availability. The nearly complete genome sequence of serotype 1 fowl adenovirus strain JS2017 has been deposited in GenBank under accession no. MK050972. 
